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Western blotting analysis of A549 clones transfected 
with plG.E1A.NEO and PER clones 
(HER cells transfected with plG.E1A.E1B) 
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Southern blot analyses of 293, 911 and PER cell lines 
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FIG. 8 



Transfection efficiency of PER.C3, PER.C5, PER.C6 and 91 1 cells. 
Cells were cultured in 6-well plates and transfected (n=2) with 5 ug 
pRSV.IasZ by calcium-phosphate co-precipitation. Forty-eight hours later 
the cells were stained with X-GAL The mean percentage of blue cells is 
shown. 
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Construction of pMLPLTK 
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Replication of Adenovirus 
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FIG. 14 



The potential hairpin conformation of a single-stranded 
DNA molecule that contains the HP/asp sequences used in these 
studies. Restriction with the restriction endonucleases Asp7l8I 
of plasid pICLHa, containing the annealed oligonucleotide pair 
HP/asp1 en HP/asp2 will yield a linear double-stranded DNA 
fragment. In cells in which the required adenovirus genes are 
present, replication can initiate at the terminus that contains 
the ITR sequence. During the chain elongation, the one of the 
strands will be displaced. The terminus of the single-stranded 
displaced-strand molecule can adopt the conformation depicted 
above. In this conformation the free 3'-terminus can serve as a 
primer for the cellular and/or adenovirus DNA polymerase, 
resulting in conversion of the displaced strand in a double- 
stranded form. 
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Cioned adenovirous fragments 
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Adapter plasmid pAd5/L420-HSA 
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Adapter plasmid pAd5/CLIP 
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FIG. 22 



Minimal adenovirus vector pMV/L420H 
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Medium changed 7 days after transfection 
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Medium not changed 
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Propagation 7 days after transfection 
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